
There are multiple ways to annotate PEGs in SEED.  Choose one of the 3 strategies described 
below to annotate your protein: 
 
 
(i) Annotating from a PEG page:  

-- click  “To Make an Annotation” link 
 -- a form will appear: 

 
 -- type new annotation into “New Function” window and press add annotation button (note 
that to avoid typos, it is better to copy the corresponding functional role from your SS and paste it 
into this window) 
 -- a report is generated in a new window – it is safe to close it 
 
 
 
(ii) Annotating from Similarities table:  

 
 

-- click on a round check-box in the ASSIGN from column near a homolog with specific 
annotation you want to propagate 

-- make sure “ASSIGN to/SELECT current PEG” check-box right above the SIMs table is 
checked 

-- press assign/annotate button  
-- the current PEG is re-annotated, a report page is generated in a new window - it is safe to 

close it 
 
 



(iii) Annotating from a Commentary page: 
 

 
 
 -- use To Compare Region tool to generate Commentary page as described in II.6 
 -- in the PEG column check the PEG you intend to re-annotate 
 --chose “Function”  to annotate it from:  you can use either the right-most column 
(Function) or UniProt Function column.  Check the box near the function you want to propagate 
 -- press assign/annotate button 
 -- your PEG will be re-annotated to match the source you selected 
 -- close report page 
 
 
 


